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4. Contreras, Pai et al. (2024) - PMID: 38757730 •Resting-state NRCs are difficult to characterize and poorly          

predicted by AlphaFold3, while active-state models show higher 

confidence and are more amenable to structural determination.

Conclusions

Validation of the  IP-EM pipeline with NbNRC2 resting-state homodimer
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IP-EM screening of NRC resting-states
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Plant NLRs exist in resting states and, upon activation 
oligomerize into higher-order resistosomes
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So far monomeric and homodimeric resting states have been described.
 Are more diverse forms yet to be found? 
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